GAT CCT GCT GAC 
CTA GGA CGA CTG 



1 GAACCCACCA GMGGMGM ACTCCAAACA CATCCGMCA TCAGMGGAG CAMCTCGTG ACACGCCACC TTTAAGAACC GTGACACTCA ACGCTAGGGT 
CTTGGGTGGT CTTCCTTCTT TGAGGTTTGT GTAGGCTTGT AGTCTTCCTC GTTTGAGCAC TGTGCGGTGG AAATTCTTGG CACTGTGAGT TGCGATCCCA 

101 she mm mm mm mum mm mm m mm ss e 

1 M A L E I H 

193 ATG TCA GAC CCC ATG TGC CTC ATC GAG AAC TTT AAT GAG CAG CTG AAG GTT MT CAG GM GCT TTG GAG ATC CTG TCT 
TAC ACT CTG GGG TAC ACG GAG TAG CTC TTG AAA TTA CTC GTC GAC TTC CAA TTA GTC CTT CGA AAC CTC TAG GAC AGA _ 
7MSDPMC L I EN FNEQLKVNQEALE I LSA 

274 ATT ACG CAA CCT GTA GTT GTG GTA GCG ATT GTG GGC CTC TAT CGC ACT GGC AAA TCC TAC CTG ATG AAC AAG CTG GCT GGG 
TAA TGC GTT GGA CAT CAA CAC CAT CGC TAA CAC CCG GAG ATA GCG TGA Cffi TTT AGG ATG GAC TAC TTG TTC GAC CGA CCC 
34ITQPVVVVAIV GLYRTGKS YLMNKLAG 

355 AAG AAC AAG GGC TTC TCT GTT GCA TCT ACG GTG CAG TCT CAC ACC AAG GGA ATT TGG ATA TGG TGT GTG CCT CAT CCC AAC 
TTC TTG TTC CCG AAG AGA CAA CGT AGA TGC CAC GTC AGA GTG TGG TTC CCT TAA ACC TAT ACC ACA CAC GGA GTA GGG TGG 
61KNKGFSVASTVQSHTKG I W I WCVPHPN 

436 TGG CCA AAT CAC ACA TTA GTT CTG CTT GAC ACC GAG GGC CTG GGA GAT GTA CAG AAG GCT GAC AAC AAG AAT GAT ATC CA! 

ACC GGT TTA GTG TGT AAT CAA GAC GAA CTG TGG CTC CCG GAC CCT CTA CAT CTC TTC CGA CTG TTG TTC TTA CTA TAG GT" 
88WPNHTLVLL D T E G L G D V E K A D N K N D I Q 

517 ATC TTT GCA CTG GCA CTC TTA CTG AGC AGC ACC TTT GTG TAC AAT ACT GTG AAC AAA ATT GAT CAG GGT GCT ATC GAC CTA 
TAG AAA CGT GAC CGT GAG AAT GAC TCG TCG TGG AAA CAC ATG TTA TGA CAC TTG TTT TAA CTA GTC CCA CGA TAG CTG GAT 
115 I FALALLLSSTFVYNTV N K I D Q G A . I D L 

598 CTG CAC AAT GTG ACA GAA CTG ACA GAT CTG CTC AAG GCA AGA AAC TCA CCC GAC CTT GAC AGG GTT GAA 

GAC GTG TTA CAC TGT CTT GAC TGT CTA GAC GAG TTC CGT TCT TTG AGT GGG CTG GAA CTG TCC CAA CTT . 
142LHNVTELTDLLKARNS PDLDRVEDPAD 

679 TCT GCG AGC TTC TTC CCA GAC TTA GTG TGG ACT CTG AGA GAT TTC TGC TTA GGC CTG GAA ATA GAT GGG CAA CTT GTC ACA 
AGA CGC TCG AAG AAG GGT CTG AAT CAC ACC TGA GAC TCT CTA AAG ACG AAT CCG GAC CTT TAT CTA CCC GTT GAA CAG TGT 
169 SASFFPDLVWTLRDFCLGLEIDGQLVT 

760 CCA GAT GAA TAC CTG GAG AAT TCC CTA AGG CCA AAG CAA GGT AGT GAT CAA AGA GTT CAA AAT TTC AAT TTG CCC CGT CTG 
GGT CTA CTT ATG GAC CTC TTA AGG GAT TCC GGT TTC GTT CCA TCA CTA GTT TCT CAA GTT TTA AAG TTA AAC GGG GCA GAC 
196 PDEYLENSLRPKQGSDQRVQNPNLPRL 

841 TGT ATA CAG AAG TTC TTT CCA AAA AAG AAA TGC TTT ATC TTT GAC TTA CCT GCT CAC CAA AAA AAG CTT GCC CAA CTT GAA 
ACA TAT GTC TTC AAG AAA GGT TTT TTC TTT ACG AAA TAG AAA CTG AAT GGA CGA GTG GTT TTT TTC GAA GGG GTT GAA CTT 
223 C I QKFFPKKKCF I FDLPAHQKKLAQLE 

922 ACA CTG CCT GAT GAT GAG CTA GAG CCT GAA TTT GTG CAA CAA GTG ACA GAA TTC TGT TCC TAC ATC TTT AGC CAT TCT ATG 
TGT GAC GGA CTA CTA CTC GAT CTC GGA CTT AAA CAC GTT GTT CAC TGT CTT AAG ACA AGG ATG TAG AAA TCG GTA AGA TAC 
250 TLPDDELEPEFVQQVTE FCSY I FSHSM 

1003 ACC AAG ACT CTT CCA GGT GGC ATC ATG GTC AAT GGA TCT CGT CTA AAG AAC CTG GTG CTG ACC TAT GTC AAT GCC ATC AGC 
TGG TTC TGA GAA GGT CCA CCG TAG TAC CAG TTA CCT AGA GCA GAT TTC TTG GAC CAC GAC TGG ATA CAG TTA GGG TAG TCG 
277 T K T L P G G I M V N G S R L K N L V L T Y V N A I S 
1084 AGT GGG GAT CTG CCT TGC ATA GAG AAT GCA GTC CTG GCC TTG GCT CAG AGA GAG AAC TCA GCT GCA GTG CAA AAG GCC ATT 
TCA CCC CTA GAC GGA ACG TAT CTC TTA CGT CAG GAC CGG AAC CGA GTC TCT CTC TTG AGT CGA CGT CAC GTT TTC CGG TAA 
304 SGDLPCIENAVLALAQRENSAAVQKAI 

1165 GCC CAC TAT GAC CAG CAA ATG GGC CAG AAA GTG CAG CTG CCC ATG GAA ACC CTC CAG GAG CTG CTG GAC CTG CAC AGG ACC 
CGG GTG ATA CTG GTC GTT TAC CCG GTC TTT CAC GTC GAC GGG TAC CTT TGG GAG GTC CTC GAC GAC CTG GAC GTG TCC TGG 
331 AHYDQQMGQKVQLPMETLQELLDLHRT 

1246 AGT GAG AGG GAG GCC ATT GAA GTC TTC ATG AAA AAC TCT TTC AAG GAT GTA GAC CAA AGT TTC CAG AAA GAA TTG GAG ACT 
TCA CTC TCC CTC CGG TAA CTT CAG AAG TAC TTT TTG AGA AAG TTC CTA CAT CTG GTT TCA AAG GTC TTT CTT ACC CTC TGA 
358 SEREAIEVFMKNSFKDVDQSFQKELET 

1327 CTA CTA GAT GCA AAA CAG AAT GAC ATT TGT AAA CGG AAC CTG GAA GCA TCC TCG GAT TAT TGC TCG GCT TTA CTT AAG GAT 
GAT GAT CTA CGT TTT GTC TTA CTG TAA ACA TTT GCC TTG GAC CTT CGT AGG AGC CTA ATA ACG AGC CGA AAT GAA TTC CTA 
385 LLDAKQNDICKRNLEASSDYCSALLKD 

1408 ATT TTT GGT CCT CTA GAA GAA GCA GTG AAG CAG GGA ATT TAT TCT AAG CCA GGA GGC CAT AAT CTC TTC ATT CAG AAA ACA 
TAA AAA CCA GGA GAT CTT CTT CGT CAC TTC GTC CCT TAA ATA AGA TTC GGT CCT CCG GTA TTA GAG AAG TAA GTC TTT TGT 
412IFGPLEEAVKQGIYSKPGGHNLFIQKT 

1489 GAA GAA CTG AAG GCA AAG TAC TAT CGG GAG CCT CGG AAA GGA ATA CAG GCT GAA GAA GTT CTG CAG AAA TAT TTA AAG TCC 
CTT CTT GAC TTC CGT TTC ATG ATA GCC CTC GGA GCC TTT CCT TAT GTC CGA CTT CTT CAA GAC GTC TTT ATA AAT TTC AGG 
439 E E L K A K Y Y R E P R K G I Q A E E V L Q K Y L K S 
1570 AAG GAG TCT GTG AGT CAT GCA ATA TTA CAG ACT GAC CAG GCT CTC ACA GAG ACG GAA AM AAG AAG AAA GAG GCA CM GTG 
TTC CTC AGA CAC TCA GTA CGT TAT MT GTC TGA CTG GTC CGA GAG TGT CTC TGC CTT TTT TTC TTC TTT CTC CGT GTT CAC 
466 KESVSHAILQTDQALTETEKKKKEAQV 

1651 AM GCA GM GCT GM MG GCT GM GCG CM AGG TTG GCG GCG ATT CM AGG CAG AAC GAG CM ATG ATG CAG GAG AGG GAG 
TTT CGT CTT CGA CTT TTC CGA CTT CGC GTT TCC MC CGC CGC TM GTT TCC GTC TTG CTC GTT TAC TAC GTC CTC TCC CTC 
493 KAEAEKAEAQRLAAIQRQNEQMMQERE 

1732 AGA CTC CAT CAG GM CM GTG AGA CM ATG GAG ATA GCC AM CM MT TGG CTG GCA GAG CM CAG AM ATG CAG GM CM 
TCT GAG GTA GTC CTT GTT CAC TCT GTT TAC CTC TAT CGG TTT GTT TTA ACC GAC CGT CTC GTT GTC TTT TAC GTC CTT GTT 
520 RLHQEQVRQMEIAKQNWLAEQQKMQEQ 

1813 CAG ATG CAG GTA TTC ATC MT TGT TTC ATC TCT CCC CTG CCT GTA ACG ATG AGA GTA TGT AGC AGT GGC AM GAG GGA GAG 
GTC TAC GTC CAT MG TAG TTA ACA MG TAG AGA GGG GAC GGA CAT TGC TAC TCT CAT ACA TCG TCA CCG TTT CTC CCT CTC 
547 QMQVFINCFI SPLPVTMRVCSSGKEGE 

1894 GCA GCA AGA TCT TGT GGC TCT CAG CAG GGA GTC TGG AGC CAG AM GTC TGG GTA TGA ATCCMGCTC CACCTCTTAG TMGTATATG 
CGT CGT TCT AGA ACA CCG AGA GTC GTC CCT CAG ACC TCG GTC TTT CAG ACC CAT ACT TAGGTTCGAG GTGGAGMTC ATTCATATAC 
574 AARSCGSQQGVWSQKVWVO 

1981 GTTTAGGCM GTTATCTATC ACCTCTGTGC CTMTTTTCC TCCG F In 1 

CAMTCCGTT CMTAGATAG TGGAGACACG GATTAMAGG AGGC ' ' ' 
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